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Mapping 100K Coverage: 116,204 SNPs
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Red = atleast 1 SNP per 100 kb
Black = Gaps in genome coverage

Median intermarker distance: 8.5 kb
Mean intermarker distance: 23.6 kb
Average Heterozygosity: 0.30
Genome within 100 kb of a SNP: 92%
Genome within 10 kb of a SNP: 40%
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